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1.Lysine acetylation (Z®t{t) pathway 5.Lysine succinylation GRIREL L) pathway E’Eﬁ \\ *}TL dllil STR Iy i % * ':I' *E E BE /iy -—.I
Pan anti-acetyllysine antibody Pan anti-succinyllysine antibody LT
Pan anti-acetyllysine antibody agarose Pan anti-succinyllysine antibody agarose '
Histone site-specific lysine acetylation antibodies Histone site-specific lysine succinylation antibodies

Antibodies against KATs and HDACs IR * e

6.Lysine propionylation (At {t) pathway

2.Lysine/Arginine methylation (FFZ{t) pathway
Pan anti-methyllysine/arginine antibody
Pan anti-trimethyllysine antibody agarose
Histone site-specific lysine methylation antibodies
Antibodies against KMTs and KDMs

Pan anti-propionyllysine antibody
Pan anti-propionyllysine antibody agarose

Histone site-specific lysine propionylation antibodies

7.Lysine butyrylation (T Et{t.) pathway

B “HASRRBFIEAEAAL” G, MMEREYRRERAFARBEIEANE—E LT
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RETE, BEEANIMGK. HRA. EFYEAXTREEFEAREHERME (pan
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Pan anti-butyryllysine antibody
3.Tyrosine phosphorylation (f%82{t) pathway Pan anti-butyryllysine antibody agarose
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Pan anti- phosphotyrosine antibody Histone site-specific lysine butyrylation antibodies

Pan anti- phosphotyrosine antibody agarose
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4.Lysine crotonylation (2 S fit{t) pathway

Pan anti-crotonyllysine antibody

Pan anti-crotonyllysine antibody agarose . \ PTM BlOlﬂbS, Inc.

il 2
Histone site-specific lysine crotonylation antibodies 4 MR AREN LB IRAF
Address: No. 452, 6th Street, Hangzhou Eco & Tech Development Area, Hangzhou, China

Phone: +86-571-88865746
Fax: +86-571-86077972
Website: http://www.ptm-biolab.com

http://www.ptm-biolab.com.cn
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L Thermo LTQ Orbitrap Elite. Bruker Autoflex Speed MALDI TOF/TOFZ5ei# fRiZ X F NN sE A& A R 1&1HmLA
FRARAERM, L “BRFK” AFE, =REVRBELUTREHERWE. 2. BEK. AEttL. Tk, B=
i . IRIAMUEFEELRIERAFRARRS:

* EHRBIFEERMNSLEEAX EHREFEYMNSBELE
* EUSEEAERREMBIEYNFE A ERREHEXAYNESETE

MABHNEBREMERAKBEAMAMESSHEEERREFHRATE, =RARERESRENERREM
EENHRARRS . MEWE. BE. B, LHEFRHTALHERHFITITRAQE EFRIC.

TE#ER THERBEH TR CBEKFHITEZE DTS IRSREE

B, EIREENME LXK CBMUHMRERRIES /MR BERBNES K.

HR, BEIARMBENEE R P el m I gt RN E R A B IR S L2 IhRIBRES .

Ae, FREBRRERAA—DCRBEENEZIFRAE S KI121AS .

km, (SR BaismEiFEAIThermo LTQ Orbitrap EliteFUiE NN FMHPHITH A FHITEREENRE. &5,
FiMascot. MaxQuantFIIR4FRIPTMapiX HiHITZ AEHE EFE I EZE 747

HINKABU LR, IRETESAHILEZMAMPHEKE “ ZELA (Acetylome) "-——-FER—MAER P EF
292000%h Z Bt {12 0H R & B FOBIZ 50004 Z B L AZ IH 4L 5
(Mol Cell Proteomics.2012 Oct;11(10):1048-62.)
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Arabidopsis H3 N-ARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHR...(K)...(K)...REA-C
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